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Abdract: This pgper firg proposes a DNA dgorithm based on surface for the maximal metching problem. The main idea isto
generate the possble lution pace gep by gep in the olid suface ,and a the same time these fault ol utions are deleted through the
digedion processof regriction enzymes. Fndly the irfluence of the edge order on the ol ution generating process is discussed. Our re-
auts show that the ol ution gpace can be dficiently reduced by a reaonable arrangement of the order of edges.
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